LETTER
Why elliptical stability diagrams are not related to protein conformational disorder Wiedersich et al. (1) try to prove that the pressuretemperature stability diagrams of simple proteins generically assume the shape of an ellipse because of correlated fluctuations in the transition volume and enthalpy ⌬V, ⌬H. The conventional view is that the reentrant phase behavior of proteins derives from a strongly temperature-dependent entropy and pressure-dependent volume due to hydrophobic interactions in the unfolded state (2) . This leads to a recrossing of the stability line. Their treatment, first outlined in ref. 
[1]
From this they derive equations 10 and 12 of ref.
3 by ignoring cross-correlations:
By squaring Eq. 1 and by taking the average one obtains instead:
The cross-term vanishes because D and N belong to different statistical manifolds within the assumed two-state model. 
